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SEQUENCE LISTING 



i y 



<110> 


Ensor, Mark 




Hnl fsbpra. Frederick Wavne 




Clark, Mike 


<120> 


PEG-Modif ied Uricase 


<130> 


PHOE0061 


<160> 


6 


<170> 


Patentln version 3.1 


<210> 


1 


<211> 


30 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer 


<400> 


1 


gtgtacgtaa tgtcaacaac gctctcatca 


<210> 


2 


<211> 


31 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Primer 


<400> 


2 


agaaagcttt taccacttgg tcttctcctt 


<210> 


3 


<211> 


5740 


<212> 


DNA 


<213> 


Artificial Sequence 


<220> 




<223> 


Plasmid 


<400> 


3 



30 



31 



m 

i "a 

TOM? 

ru 

o 

Ms 

ctcgagaaat cataaaaaat ttatttgctt tgtgagcgga taacaattat aatagattca 60 
attgtgagcg gataacaatt tcacacagaa ttcattaaag aggagaaatt aagatgtcaa 120 
caacgctctc atcatccact tacggcaagg acaacgtcaa gttcctcaag gtcaagaagg 



180 



atccgcagaa cccaaagaag caggaggtta tggaggccac cgtcacgtgt ctgcttgaag 240 

gtgggttcga cacctcctac acggaggctg acaactcgtc catcgtgcca acagacaccg 300 

tgaagaacac cattctcgtg ttggcaaaga ccacggagat ttggccaatt gagagatttg 360 

cagccaagct ggctacgcac tttgttgaga agtactcgca cgtctctggt gtctccgtca 420 
agattgtcca ggacagatgg gtcaagtacg ccgttgatgg caagccacac gaccactctt 



480 



ttatccacga aggtggtgag aagagaatca ctgacctgta ctacaagaga tccggtgatt 540 
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acaagctgtc atctgccatc aaggacttga cggtgctgaa gtccaccggc tcgatgttct 

acggctacaa caagtgtgac ttcaccacct tgcaaccaac cactgacaga atcttgtcca 

ccgacgtcga tgccacctgg gtttgggata acaagaagat tggcactgtc tacgacatcg 

ccaaggctgc agacaagggg atctttgaca acgtttacaa ccaggctaga gagatcacct 

tgaccacctt cgccctggag aactctccat ctgtgcaggc cacgatgttc aacatggcta 

ctcagatctt ggaaaaggca tgctctgtct actcggtttc atacgccttg ccaaacaagc 

actacttcct cattgacttg aaatggaaag gtttggagaa cgacaacgag ttgttctacc 

catctccaca tccaaatggt ttgatcaagt gtactgttgt ccgtaaggag aagaccaagt 

tgtaaaagct tagcttaatt agctgagctt ggactcctgt tgatagatcc agtaatgacc 

tcagaactcc atctggattt gttcagaacg ctcggttgcc gccgggcgtt ttttattggt 

gagaatccaa gctagcttgg cgagattttc aggagctaag gaagctaaaa tggagaaaaa 

aatcactgga tataccaccg ttgatatatc ccaatggcat cgtaaagaac attttgaggc 

atttcagtca gttgctcaat gtacctataa ccagaccgtt cagctggata ttacggcctt 

Q tttaaagacc gtaaagaaaa ataagcacaa gttttatccg gcctttattc acattcttgc 

f ccgcctgatg aatgctcatc cggaatttcg tatggcaatg aaagacggtg agctggtgat 

atgggatagt gttcaccctt gttacaccgt tttccatgag caaactgaaa cgttttcatc 

(*, gctctggagt gaataccacg acgatttccg gcagtttcta cacatatatt cgcaagatgt 

1 ggcgtgttac ggtgaaaacc tggcctattt ccctaaaggg tttattgaga atatgttttt 1620 

0 cgtctcagcc aatccctggg tgagtttcac cagttttgat ttaaacgtgg ccaatatgga 1680 

C caacttcttc gcccccgttt tcaccatggg caaatattat acgcaaggcg acaaggtgct 1740 

g gatgccgctg gcgattcagg ttcatcatgc cgtctgtgat ggcttccatg tcggcagaat 1800 

K gcttaatgaa ttacaacagt actgcgatga gtggcagggc ggggcgtaat ttttttaagg I8 60 

cagttattgg tgcccttaaa cgcctggggt aatgactctc tagcttgagg catcaaataa 1920 

aacgaaaggc tcagtcgaaa gactgggcct ttcgttttat ctgttgtttg tcggtgaacg 1980 

ctctcctgag taggacaaat ccgccgctct agaattctca tgtttgacag cttatcatcg 2040 

ataagcttta atgcggtagt ttatcacagt taaattgcta acgcagtcag gcaccgtgta 2100 

tgaaatctaa caatgcgctc atcgtcatcc tcggcaccgt caccctggat gctgtaggca 2160 

taggcttggt tatgccggta ctgccgggcc tcttgcggga tatcgtccat tccgacagca 2220 

tcgccagtca ctatggcgtg ctgctagcgc tatatgcgtt gatgcaattt ctatgcgcac 2280 

ccgttctcgg agcactgtcc gaccgctttg gccgccgccc agtcctgctc gcttcgctac 2340 

ttggagccac tatcgactac gcgatcatgg cgaccacacc cgtcctgtgg atcctctacg 2400 

ccggacgcat cgtggccggc atcaccggcg ccacaggtgc ggttgctggc gcctatatcg 24 60 

ccgacatcac cgatggggaa gatcgggctc gccacttcgg gctcatgagc gcttgtttcg 2520 



3 

5** 



600 
660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560 
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gcgtgggtat ggtggcaggc cccgtggccg ggggactgtt gggcgccatc tccttgcatg 2580 

caccattcct tgcggcggcg gtgctcaacg gcctcaacct actactgggc tgcttcctaa 2 640 

tgcaggagtc gcataaggga gagcgtcgac cgatgccctt gagagccttc aacccagtca 2700 

gctccttccg gtgggcgcgg ggcatgacta tcgtcgccgc acttatgact gtcttcttta 2760 

tcatgcaact cgtaggacag gtgccggcag cgctctgggt cattttcggc gaggaccgct 2820 

ttcgctggag cgcgacgatg atcggcctgt cgcttgcggt attcggaatc ttgcacgccc 2880 

tcgctcaagc cttcgtcact ggtcccgcca ccaaacgttt cggcgagaag caggccatta 2940 

tcgccggcat ggcggccgac gcgctgggct acgtcttgct ggcgttcgcg acgcgaggct 3000 

ggatggcctt ccccattatg attcttctcg cttccggcgg catcgggatg cccgcgttgc 3060 

aggccatgct gtccaggcag gtagatgacg accatcaggg acagcttcaa ggatcgctcg 3120 

cggctcttac cagcctaact tcgatcactg gaccgctgat cgtcacggcg atttatgccg 3180 

cctcggcgag cacatggaac gggttggcat ggattgtagg cgccgcccta taccttgtct 3240 

gcctccccgc gttgcgtcgc ggtgcatgga gccgggccac ctcgacctga atggaagccg 3300 

S gcggcacctc gctaacggat tcaccactcc aagaattgga gccaatcaat tcttgcggag 3360 

# aactgtgaat gcgcaaacca acccttggca gaacatatcc atcgcgtccg ccatctccag 3420 

n j 

U cagccgcacg cggcgcatct cgctagagct gcctcgcgcg tttcggtgat gacggtgaaa 

y acctctgaca catgcagctc ccggagacgg tcacagcttg tctgtaagcg gatgccggga 

Q gcagacaagc ccgtcagggc gcgtcagcgg gtgttggcgg gtgtcggggc gcagccatga 3600 

a _ cccagtcacg tagcgatagc ggagtgtata ctggcttaac tatgcggcat cagagcagat 3660 
O. 

Eg tgtactgaga gtgcaccata tgcggtgtga aataccgcac agatgcgtaa ggagaaaata 3720 

2 ccgcatcagg cgctcttccg cttcctcgct cactgactcg ctgcgctcgg tctgtcggct 3780 

□ gcggcgagcg gtatcagctc actcaaaggc ggtaatacgg ttatccacag aatcagggga 3840 

taacgcagga aagaacatgt gagcaaaagg ccagcaaaag gccaggaacc gtaaaaaggc 3900 

cgcgttgctg gcgtttttcc ataggctccg cccccctgac gagcatcaca aaaatcgacg 3960 

ctcaagtcag aggtggcgaa acccgacagg actataaaga taccaggcgt ttccccctgg 4020 

aagctccctc gtgcgctctc ctgttccgac cctgccgctt accggatacc tgtccgcctt 4080 

tctcccttcg ggaagcgtgg cgctttctca atgctcacgc tgtaggtatc tcagttcggt 4140 

gtaggtcgtt cgctccaagc tgggctgtgt gcacgaaccc cccgttcagc ccgaccgctg 4200 

cgccttatcc ggtaactatc gtcttgagtc caacccggta agacacgact tatcgccact 4260 

ggcagcagcc actggtaaca ggattagcag agcgaggtat gtaggcggtg ctacagagtt 4320 

cttgaagtgg tggcctaact acggctacac tagaaggaca gtatttggta tctgcgctct 4380 

gctgaagcca gttaccttcg gaaaaagagt tggtagctct tgatccggca aacaaaccac 4440 
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cgctggtagc ggtggttttt ttgtttgcaa gcagcagatt acgcgcagaa aaaaaggatc 

tcaagaagat cctttgatct tttctacggg gtctgacgct cagtggaacg aaaactcacg 

ttaagggatt ttggtcatga gattatcaaa aaggatcttc acctagatcc ttttaaatta 

aaaatgaagt tttaaatcaa tctaaagtat atatgagtaa acttggtctg acagttacca 

atgcttaatc agtgaggcac ctatctcagc gatctgtcta tttcgttcat ccatagctgc 

ctgactcccc gtcgtgtaga taactacgat acgggagggc ttaccatctg gccccagtgc 

tgcaatgata ccgcgagacc cacgctcacc ggctccagat ttatcagcaa taaaccagcc 

agccggaagg gccgagcgca gaagtggtcc tgcaacttta tccgcctcca tccagtctat 

taattgttgc cgggaagcta gagtaagtag ttcgccagtt aatagtttgc gcaacgttgt 

tgccattgct acaggcatcg tggtgtcacg ctcgtcgttt ggtatggctt cattcagctc 

cggttcccaa cgatcaaggc gagttacatg atcccccatg ttgtgcaaaa aagcggttag 

ctccttcggt cctccgatcg ttgtcagaag taagttggcc gcagtgttat cactcatggt 

tatggcagca ctgcataatt ctcttactgt catgccatcc gtaagatgct tttctgtgac 

Q tggtgagtac tcaaccaagt cattctgaga atagtgtatg cggcgaccga gttgctcttg 

I cccggcgtca atacgggata ataccgcgcc acatagcaga actttaaaag tgctcatcat 

S tggaaaacgt tcttcggggc gaaaactctc aaggatctta ccgctgttga gatccagttc 

t gatgtaaccc actcgtgcac ccaactgatc ttcagcatct tttactttca ccagcgtttc 5460 

1 tgggtgagca aaaacaggaa ggcaaaatgc cgcaaaaaag ggaataaggg cgacacggaa 
7 atgttgaata ctcatactct tcctttttca atattattga agcatttatc agggttattg 
O tctcatgagc ggatacatat ttgaatgtat ttagaaaaat aaacaaatag gggttccgcg 

2 cacatttccc cgaaaagtgc cacctgacgt ctaagaaacc attattatca tgacattaac 5700 

fear 

ftJ ctataaaaat aggcgtatca cgaggccctt tcgtcttcac 



<210> 4 

<211> 912 

<212> DNA 

<213> Candida utilis 
<220> 

<221> CDS 

<222> (D..O09) 

<223> 



° caaca acg etc tea tea tee aet tac ggc aag gac aae gtc aag 
Me? Ser Thr ?S Leu Ser Ser Ser Thr Tyr Gly Lys Asp Asn Val Lys 
1 5 10 

% lit "I Si "? 17 X £ fl "» S - f S' & 



4500 

4560 

4620 

4680 

4740 

4800 

4860 

4920 

4980 

5040 

5100 

5160 

5220 

5280 

5340 

5400 



5520 
5580 
5640 



5740 



96 



20 25 
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atg gag gcc acc gtc acg tgt ctg ctt gaa ggt ggg ttc gac acc tec 
Met Glu Ala Thr Val Thr Cys Leu Leu Glu Gly Gly Phe Asp Thr Ser 
35 40 45 



144 



tac acg gag get gac aac teg tec ate gtg cca aca gac acc gtg aag 
Tyr Thr Glu Ala Asp Asn Ser Ser He Val Pro Thr Asp Thr Val Lys 
50 55 60 



192 



aac acc att etc gtg ttg gca aag acc acg gag att tgg cca att gag 
Asn Thr He Leu Val Leu Ala Lys Thr Thr Glu He Trp Pro He Glu 
65 70 75 80 



240 



aga ttt gca gcc aag ctg get acg cac ttt gtt gag aag tac teg cac 
Arg Phe Ala Ala Lys Leu Ala Thr His Phe Val Glu Lys Tyr Ser His 
85 90 95 



288 



gtc tct ggt gtc tec gtc aag att gtc cag gac aga tgg gtc aag tac 
Val Ser Gly Val Ser Val Lys He Val Gin Asp Arg Trp Val Lys Tyr 
100 105 110 



336 



gcc gtt gat ggc aag cca cac gac cac tct ttt ate cac gaa ggt ggt 
Ala Val Asp Gly Lys Pro His Asp His Ser Phe He His Glu Gly Gly 
115 120 125 



384 



gag aag aga ate act gac ctg tac tac aag aga tec ggt gat tac aag 432 

Glu Lys Arg He Thr Asp Leu Tyr Tyr Lys Arg Ser Gly Asp Tyr Lys 
130 135 140 

ctg tea tct gcc ate aag gac ttg acg gtg ctg aag tec acc ggc teg 480 

Leu Ser Ser Ala He Lys Asp Leu Thr Val Leu Lys Ser Thr Gly Ser 

145 150 155 160 

atg ttc tac ggc tac aac aag tgt gac ttc acc acc ttg caa cca acc 528 

Met Phe Tyr Gly Tyr Asn Lys Cys Asp Phe Thr Thr Leu Gin Pro Thr 

165 170 175 



act gac aga ate ttg tec acc gac gtc gat gcc acc tgg gtt tgg gat 
Thr Asp Arg He Leu Ser Thr Asp Val Asp Ala Thr Trp Val Trp Asp 
180 185 190 



576 



ru 



aac aag aag att ggc act gtc tac gac ate gcc aag get gca gac aag 

Asn Lys Lys He Gly Thr Val Tyr Asp He Ala Lys Ala Ala Asp Lys 
195 200 205 

ggg ate ttt gac aac gtt tac aac cag get aga gag ate acc ttg acc 

Gly He Phe Asp Asn Val Tyr Asn Gin Ala Arg Glu He Thr Leu Thr 
210 215 220 



624 



672 



acc ttc gcc ctg gag aac tct cca tct gtg cag gcc acg atg ttc aac 
Thr Phe Ala Leu Glu Asn Ser Pro Ser Val Gin Ala Thr Met Phe Asn 
225 230 235 240 



720 



atg get act cag ate ttg gaa aag gca tgc tct gtc tac teg gtt tea 
Met Ala Thr Gin He Leu Glu Lys Ala Cys Ser Val Tyr Ser Val Ser 
245 250 255 



768 



tac gcc ttg cca aac aag cac tac ttc etc att gac ttg aaa tgg aaa 
Tyr Ala Leu Pro Asn Lys His Tyr Phe Leu lie Asp Leu Lys Trp Lys 
260 265 270 



816 



ggt ttg gag aac gac aac gag ttg ttc tac cca tct cca cat cca aat 
Gly Leu Glu Asn Asp Asn Glu Leu Phe Tyr Pro Ser Pro His Pro Asn 
275 280 285 



864 



ggt ttg ate aag tgt act gtt gtc cgt aag gag aag acc aag ttg taa 
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Gly Leu lie Lys Cys Thr Val Val Arg Lys Glu Lys Thr Lys Leu 
290 295 300 



<210> 5 

<211> 303 

<212> PRT 

<213> Candida utilis 

<400> 5 

Met Ser Thr Thr Leu Ser Ser Ser Thr Tyr Gly Lys Asp Asn Val Lys 
1 5 10 15 

Phe Leu Lys Val Lys Lys Asp Pro Gin Asn Pro Lys Lys Gin Glu Val 
20 25 30 

Met Glu Ala Thr Val Thr Cys Leu Leu Glu Gly Gly Phe Asp Thr Ser 
35 40 45 

Tyr Thr Glu Ala Asp Asn Ser Ser lie Val Pro Thr Asp Thr Val Lys 
50 55 60 

* Asn Thr lie Leu Val Leu Ala Lys Thr Thr Glu lie Trp Pro lie Glu 

^ 65 70 75 80 

*y 

I 1 ! Arg Phe Ala Ala Lys Leu Ala Thr His Phe Val Glu Lys Tyr Ser His 
^ «>- 90 95 



85 



— Val Ser Gly Val Ser Val Lys lie Val Gin Asp Arg Trp Val Lys Tyr 
U ioo 105 110 

Ala Val Asp Gly Lys Pro His Asp His Ser Phe He His Glu Gly Gly 
*Al 115 12° 125 

Q 

% Glu Lys Arg He Thr Asp Leu Tyr Tyr Lys Arg Ser Gly Asp Tyr Lys 
130 135 140 

Leu Ser Ser Ala lie Lys Asp Leu Thr Val Leu Lys Ser Thr Gly Ser 
145 150 1" 160 

Met Phe Tyr Gly Tyr Asn Lys Cys Asp Phe Thr Thr Leu Gin Pro Thr 
165 170 175 

Thr Asp Arg He Leu Ser Thr Asp Val Asp Ala Thr Trp Val Trp Asp 
180 185 190 

Asn Lys Lys lie Gly Thr Val Tyr Asp lie Ala Lys Ala Ala Asp Lys 
195 200 205 

Gly lie Phe Asp Asn Val Tyr Asn Gin Ala Arg Glu He Thr Leu Thr 
2io 215 220 
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Thr Phe Ala Leu Glu Asn Ser Pro Ser Val Gin Ala Thr Met Phe Asn 
225 230 235 240 



Met Ala Thr Gin lie Leu Glu Lys Ala Cys Ser Val Tyr Ser Val Ser 
245 250 255 



Tyr Ala Leu Pro Asn Lys His Tyr Phe Leu lie Asp Leu Lys Trp Lys 
260 265 270 



Gly Leu Glu Asn Asp Asn Glu Leu Phe Tyr Pro Ser Pro His Pro Asn 
275 280 285 



Gly Leu lie Lys Cys Thr Val Val Arg Lys Glu Lys Thr Lys Leu 
290 295 300 



<210> 6 

<211> 303 

<212> PRT 

<213> Candida utilis 

<400> 6 



\U Met Ser Thr Thr Leu Ser Ser Ser T hr Tyr Gly Lys Asp Asn Val Lys 
[II 1 5 10 15 



*y Phe Leu Lys Val Lys Lys Asp Pro Gin Asn Pro Lys Lys Gin Glu Val 
31 20 25 30 

fesl 

1_ Met Glu Ala Thr Val Thr Cys Leu Leu Glu Gly Gly Phe Asp Thr Ser 
O 35 40 45 

to 

Tyr Thr Glu Ala Asp Asn Ser Ser Ile val Pro Thr Asp Thr Val Lys 
RJ 50 55 60 



J 



Asn Thr Ile Leu Val Leu Ala Lys Thr Thr Glu Ile Trp Pro Ile Glu 
65 70 75 80 



Arg Phe Ala Ala Lys Leu Ala Thr His Phe Val Glu Lys Tyr Ser His 
85 90 95 



Val Ser Gly Val Ser Val Lys Ile Val Gin Asp Arg Trp Val Lys Tyr 
100 105 110 



Ala Val Asp Gly Lys Pro His Asp His Ser Phe Ile His Glu Gly Gly 
115 120 125 



Glu Lys Arg Ile Thr Asp Leu Tyr Tyr Lys Arg Ser Gly Asp Tyr Lys 
130 135 140 
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Leu Ser Ser Ala lie Lys Asp Leu Thr Val Leu Lys Ser Thr Gly Ser 
145 150 155 160 



Met Phe Tyr Gly Tyr Asn Lys Cys Asp Phe Thr Thr Leu Gin Pro Thr 
165 170 175 



Thr Asp Arg lie Leu Ser Thr Asp Val Asp Ala Thr Trp Val Trp Asp 
180 185 190 



Asn Lys Lys lie Gly Thr Val Tyr Asp lie Ala Lys Ala Ala Asp Lys 
195 200 205 



Gly lie Phe Asp Asn Val Tyr Asn Gin Ala Arg Glu lie Thr Leu Thr 
210 215 220 



Thr Phe Ala Leu Glu Asn Ser Pro Ser Val Gin Ala Thr Met Phe Asn 
225 230 235 240 



Met Ala Thr Gin He Leu Glu Lys Ala Cys Ser Val Tyr Ser Val Ser 
245 250 255 



Taws? 



s& Tyr Ala Leu Pro Asn Lys His Tyr phe Leu Ile Asp Leu Lys 
yy 260 265 270 



f " Gly Leu Glu Asn Asp Asn Glu Leu Phe Tyr Pro Ser Pro His Pro Asn 
UJ 275 280 285 

; s 

Qiy Leu Ile Lys Cys Thr Val Val Arg Lys Glu Lys Thr Lys Leu 
s 290 295 300 



n 
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